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[ Abstract] Objective : To establish a novel method for the early diagnosis of gastric cancer (GC) by screening for the microRNAs
within tumor-specific exosomes in peripheral blood. Methods: The gene expression omnibus database was used to download the
GSE148334 and GSE130654 datasets of GC exosomes, and differentially expressed RNAs were obtained according to logFC>1 or logFC
<~-1 and P<0.05. TargetScan and ENCORI databases were used to predict the regulatory relationship between mRNA , miRNA , and In-
c¢RNA, and Cytoscape software was used to construct a ceRNA network and identify hub genes for validation. A total of 27 patients with
early—stage GC, 25 healthy controls, and 25 patients with other types of cancer were enrolled, and the ultracentrifugation method was
used to isolate exosomes in serum. RT-qPCR was performed for RNA in serum and exosome samples to analyze the expression of hub

genes in each group. Results : Three hub genes were identified by the bioinformatics method, namely hsa—miR—105-5p , hsa—miR-
219b-3p, and hsa—miR-889-3p ,and RT-qPCR showed that the GC

EHFENE:F  #,Email:yanli@hospital.cqmu.edu.cn,
BER T @) AT B AR &, S, dE 4 A RNA
BEEE: A ,Email : dengkun@hospital.cqmu.edu.cn.,
EETR: TRTHFAL+wEZ AR FHAAB (%45 :2021-GX-
010); EATHETERSHFHRAML TN AR (%5

KJQN202100427) ; I = 41 #7 A4 & £ % 8 3 B [2022( K
#+)27] in the expression levels of hsa=miR-889-3p and hsa—miR—-105-5p

group had a significantly higher expression level of hsa—miR—219b—
3p in serum and exosome samples than the healthy control group
and the other cancer group (serum :4.050 + 2.697 vs. 1.357 + 0.857/
1.934 +2.434, P<0.05; exosomes: 2.525 + 1.518 vs. 0.774 + 0.559/
1.259 £ 2.127, P<0.05) , while there were no significant differences
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(2025-02-27) ceiver operating characteristic (ROC) curve showed that hsa—miR-
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219b-3p in serum—derived exosomes had an area under the ROC curve of 0.896(95%CI1=0.800-0.993) , which was significantly better
than the traditional tumor markers of carcinoembryonic antigen (P=0.015) , CA19-9 (P=0.021) ,and CA72-4 (P=0.005) , and there-

fore, exosomal hsa-miR-219b-3p showed a better diagnostic efficacy in GC patients. Conclusion : This study shows that hsa—miR—

219b-3p in serum—derived exosomes can be used as a potential marker for the early diagnosis of GC in clinical practice.
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